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AGRF Newsletter 
 
Welcome back to the AGRF newsletter, designed to keep you informed of our current and future activities. 
For further information regarding AGRF please visit our website at www.agrf.org.au. If you have any articles 
of interest, please let us know by emailing announce@agrf.org.au. 
 
 

===============================================  

AGRF Spotlight on ... 
 
1.  FEDERAL GOVERNMENT ANNOUNCES ADDITIONAL FUNDING FOR GENOMIC INFRASTRUCTURE  
 
This year’s Federal budget made the unexpected announcement of additional support to a number of the 
National Collaborative Research Infrastructure Strategy (NCRIS) initiatives. Bioplatforms Australia (BPA) 
was awarded $50 million additional funding from the Education Investment Fund, commencing now until 
June 2013.  
 
Bioplatforms Australia supports genomics, metabolomics, proteomics and bioinformatics platforms across 
the country. This funding will be available to purchase essential assets to update and grow the relevant 
capabilities. The next stage will be to seek leveraging funding from State governments, universities, 
research institutes and other agencies to support the operational side of the platforms. Next-generation 
sequencing is one key genomics platform that will be supported with this funding.  

 
2.  DNA elution from buccal cells stored on Whatman FTA Classic Cards using a modified 
methanol fixation method.  
 
Helene C. Johanson, Valentine Hyland, Carol Wicking, and Richard A. Sturm  
 
Abstract  
 
We describe here a method for DNA elution from buccal cells and whole blood both collected onto Whatman 
FTA technology, using methanol fixation followed by an elution PCR program. Extracted DNA is comparable 
in quality to published Whatman FTA protocols, as judged by PCR-based genotyping. Elution of DNA from 
the dried sample is a known rate-limiting step in the published Whatman FTA protocol; this method enables 
the use of each 3-mm punch of sample for several PCR reactions instead of the standard, one PCR reaction 
per sample punch. This optimized protocol therefore extends the usefulness and cost effectiveness of each 
buccal swab sample collected, when used for nucleic acid PCR and genotyping.  
Full PDF Document at end of newsletter. 

 

===============================================  

Service Showcase 
 
3.  NEW SERVICE: AGRF has expanded its suite of genotyping services. 
     illumina Infinium applications are now available. 
 
The AGRF launched the illumina Infinium genotyping service in late 2008 and since the launch has 
processed over 2,500 samples. The illumina service complements the AGRFs already existing Affymetrix and 
Sequenom SNP services. The illumina custom GoldenGate service will be on offer from July 2009 (see 
AGRFs next newsletter for more information on this NEW service). 
 
The illumina Infinium SNP genotyping products offer high-throughput, whole-genome analysis for SNP and 
copy number variation (CNV) analysis, cytogenetic analysis and focused analysis as well as DNA Methylation 
profiling. 
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Whole-genome SNP Genotyping: Whole genome SNP scans can be performed at varying densities by 
utilising many illumina products, including: 
• Human 1M-Duo: more than 1 million SNPs for genotyping with median density down to ~1.5kb and 

less large gaps for high-resolution Copy Number Variance  
• Human 660W-Quad: High-throughput format of genome-wide SNP and CNV markers with more than 

660 000 markers  
• HumanOmni1-Quad: High-throughput format with more than 1 million SNP and probes and over 

5,000 common and 6,000 rare CNV regions with 10-15 markers per region. Another feature is dense 
marker spacing, with 1.5 kb median marker spacing for CNV discovery as well as content from the 
1,000 Genomes Project.  

 
Cytogenetic Analysis: By utilising the illumina's HumanCytoSNP-12 BeadChip, ~300,000 markers can be 
analysed . 
 
Focused Analysis: A number of BeadChips are also available for focused analysis for a variety of 
applications including: 
• Cardiovascular Disease  
• Cancer SNPs  
 
As well as non human species such as:  
• Bovine  
• Ovine  
• Canine  
• Equine  
• Porcine  
 
The multi sample format (on BeadChips) allows for high-throughput processing of samples. The AGRF 
employs robotic systems, though the liquid handling Tecan Evo, for increased processing, along with the 
iScan system. 

 
Contact us: 
Email:genotyping@agrf.org.au 
Phone: 03 9345 2680  

 
 
===============================================  

Conferences 
 
 
4.  Australian Society for Microbiology (ASM) - July 09  
AGRF will be participating in the ASM 2009 Conference as Exhibitors.  
ASM 2009 will deliver world class standard Keynote Presenters as well as presenters from a range of sub-
disciplines in microbiology providing delegates with the opportunity to hear first-hand global issues and 
advancements in microbiology.  
For further information please refer to the ASM 2009 website.  

 

===============================================  
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Events 

 

 
 
5.  Melbourne Next-Generation Sequencing SIG  
 

The 4th Melbourne Next-Generation Sequencing Special Interest Group Meeting will be held on:  
Date:  Tuesday 16th June, 2009 from 4.00pm.  
Venue:  Rooms B /C, Level 7, 
  Walter and Eliza Hall Institute of Medical Research, 
  1G Royal Parade, Parkville.  
Speakers: Dr Scott Chandry, Project Leader, CSIRO - "Comparative genomics of human and poultry 

 isolates of Salmonella SOFIA"  
  Dr Tony Papenfuss, Senior Research Officer, Bioinformatics, WEHI - "Using Next-Generation 
  Sequencing to discover platypus venom genes"  
 

To register your attendance please Email:kerrie.lenton@agrf.org.au by Friday 12th June, 2009.  

 
6.  Brisbane Next-Generation Sequencing SIG  
 

The inaugural Brisbane Next-Generation Sequencing Special Interest Group Meeting will be held on:  
Date:  Monday 22nd June, 2009 from 4.00pm.  
Venue:  Seminar Room, Institute for Molecular Bioscience 
  Building 80, 
  University of Queensland, St Lucia.  
Speakers: Dr Iñaki Iturbe-Ormaetxe, School of Biological Sciences, The University of Queensland - 
  “Genomics of symbiotic bacteria that kill male butterflies, old mosquitoes and stop dengue 
  virus replication"  
  Mr Daniel Marshall, ACPFG, Bioinformatics Group - "Low-coverage applications of next- 
  generation sequence data"  
 

To register your attendance please Email:taryn.findlater@agrf.org.au by Thursday 18th June, 2009.  
 
Compare and contrast Next-Generation Sequencing platforms that best suit your research needs by joining 
us in an open discussion with other next-generation users.  

 
7.   Next-Generation DNA Sequencing for Infectious Disease Research and Control  
 

Dr Kirby Siemering, AGRFs Business Development Manager was invited to present at the Molecular 
Diagnostics for Infectious Diseases Workshop at Westmead Hospital in Sydney in May. Hosted by Centre for 
Infectious Diseases and microbiology (CIDM), Public Health, this workshop was a collaboration between 
CIDM and The University of Sydney. 
 

For further information please contact Kerrie on Email: kerrie.lenton@agrf.org.au  
 

===============================================  
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Tech Tales 
 
8.  NEW Sequenom SNP Genotyping Guide  
AGRF has recently created a SNP Genotyping Guide for SNP Genotyping assays that are performed on the 
Sequenom. This guide includes recommendations on how to prepare samples that are being sent to AGRF 
for Sequenom SNP Genotyping. The guide also includes tips and ideas for assay design. 
 
The Sequenom SNP Genotyping Guide (PDF version) for your reference is at the end of the newsletter.  

 
 
===============================================  

State by State 
 
9.  illumina Roadshow - 18th to 22nd May, 2009  
AGRF in collaboration with illumina hosted a Roadshow across Australia to showcase the Genome Analyser II 
(GA II) Next-Generation Sequencing capabilities. AGRF and illumina would like to thank all our guest 
speakers who presented on their next-generation sequencing projects: 
 
Dr David Schliaplius, CRC for National Plant Biosecurity 
Dr Jason Ross, CSIRO, North Ryde 
Dr Kathy Belov, University of Sydney 
Dr Matt Wakefield, WEHI 
Dr Ian Majewski, WEHI 
Dr Grant Buchanan, University of Adelaide 
 
Congratulations to the 5 lucky winners of our prize - a free run on the GA II (worth ~$4000) 
Brisbane:    Dr Brent Neumann from Queensland Brain Institute 
Sydney       Dr Yizhou Chen from Department of Primary Industries (NSW) 
Melbourne: Dr Adrienne Hilton from WEHI 
Adelaide:    Dr Andreas Schreiber from ACPFG, The University of Adelaide 
Perth:         Dr Guicheng Zhang, School of Paediatrics and Child Health, University of WA 
 

The illumina GA II next-generation sequencing service is available at AGRF now! 
 

 
 
===============================================  
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Current Opportunities 
 
10.    Laboratory Technician - in Brisbane 
 
A Laboratory Technician vacancy is currently available. Based in our Adelaide facility and reporting to the 
Adelaide Node Manager, the primary aim of this role is to be responsible for primary extraction and quality 
checking of genomic DNA, maintenance of related laboratory equipment, amplicon generation and 
downstream processing, including DNA sequencing. NOW CLOSED 

 
===============================================  

Newsletter Subscription 
 
You have been sent this email as part of the launch of the AGRF Newsletter. You will continue to 
receive this newsletter unless you unsubscribe - see below. 
 
Subscribe: Please send an email to announce@agrf.org.au with the subject line 'Subscribe'. 
 
Unsubscribe: If you do not wish to receive this email in the future, you can opt out by sending 
an email to announce@agrf.org.au with the subject line 'Unsubscribe'. 
 

 
 

AGRF is supported by NCRIS through Bioplatforms Australia 
 


